: MMEJ-junctions in 11 P ES survivors. 
TCTGCAGTATAAAAGGTAATTCAGCTGCTAGAAGGCAAAA-TTCCTGAAGACCC BES17 TCTGCAGTATAAAAGGTAATTCAGCTGCTAGAAGGAAAAAATTCCTGAAGACCC ******************* *** ************* 5' TCTGCAGTATAAAAGGTAATTCAGCTGCTAGAAGGAAAAAATTCCTGAAGACCC 3' 5' TCTGCAGTATAAAAGGTAATTCAGCTGCTAGAAGGAAAAAATTCCTGAAGACCC 3' AGACGTCATATTTTCCATTAAGTCGACGATCTTCCTTTTTTAAGGACTTCTGGG
BES1 TGGATGTGGAAGTG------------ATGGTAAACACGAGTTGG BES3 TGGATGTAGAAGTG------------ATGGTAAACACGAAGTTG BES4 TGGATGTGGAAGTGGTGGTGGACATGATGGTAAACACGAGTTGG BES5 TGGATGTGGAAGTG------------ATGGTAAACACGAGTTGG BES7 TGGATGTGGAAGTG------------ATGGTAAACACGAGTTGG BES13 TGGATGTGGAAGTG------------ATGGTAAACACGAGTTGG
BES15 TGGATGTGGAAGTGGTGGTGGACATGATGGTAAACACGAGTTGG ******* ****** ****************** 5' TGGATGTGGAAGTGGTGGTGGACATGATGGTAAACACGAGTTGG 3' ACCTACACCTTCACCACCACCTGTACTACCATTTGTGCTCAACC
***************** ** * ********* Figure S1 : Putative MMEJ-'scars' within VSG expression site (ES) sequences. The putative parental and deleted sequences are aligned. Microhomologies are on a grey 5' CCAAGGTAAGGGTGATGGTGAGGGTGATAATACAGTGGTAGATAA 3' GGTTCCATTCCCACTACCACTCCCACTATTATGTCACCATCTATT background and are also illustrated on both DNA strands below each alignment (red lettering). * ESAG pseudogene in some or all ESs. ESs are polycistronic and telomeric; the arrow indicates the promoter. These deletions may have arisen following DSBR or during DNA replication.
